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m/z compound
72.9931 1, Glyoxylate
75.0088 2, Glycolate
87.0088 AR Ao N RS XN et 3, Pyruvate
89.0244 4, Lactate

115.0037 5, Fumarate
115.0401 6, 2-Oxoisopentanoate
117.0193 7, Succinate
133.0142 8, Malate
145.0142 9, 2-Oxoglutarate
147.0299 10, 2-Hydroxyglutarate
152.0023 11, Cysteine sulfinate
166.9751 12, PEP
168.9908 13, DHAP, G3P
171.0064 14, Glycerophosphate
173.0092 15, cis-Aconitate
184.9857 L 16, 3PG, 2PG
191.0197 17, Isocitrate 18,Citrate
195.0510 19, Gluconate
229.0119 20, Ru5P, R5P
259.0224 \\24 21, G1P 21,F6P 23,G6P
264.9520 fr 24, 2,3-DPG
275.0174 n 26 2 ‘ 25, 6-Phosphogluconate
289.0330 H J L27 }"\\ 26, S7TP
321.0493 27, dTMP
322.0446 28 J L 28, CMP
328.0452 29 29, cAMP
338.9888 A?’O &1 30, F1,6P
344.0402 1 31, cGMP
346.0558 32) N “ 32, AWP
347.0398 33 H A 33, IMP
362.0507 34 - 34, GMP
371.5383 /\J\?(Q 35, NADPH
382.5503 Ja7 I 36, CoA
388.9445 ) 37, PRPP
401.0157 s 38 ” “ 38, dTDP
402.0109 20 39, CDP
426.0221 41Jh M 40, ADP
442.0171 2]\ 41, GDP
465.9823 43 42, dCTP
480.9820 44\ 43, dTTP
481.9772 5 44, CTP
482.9613 46, 45, UTP
489.9936 a7/ 46, dATP
505.9885 18 47, ATP
521.9834 49 48, GTP
664.1175 49, NADH
784.1499 50 50, FAD
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SelexION Z/H /=55 Z K D72

DMS Temperature: Low
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Compound m/z RT BAE (F/E)
SelexlonZE Selexlon®

Malate 133.0142 14.43 1046.7 294.9 28%
iso-Citrate 191.0197 23.48 2123.1 1662.6 78%
2,3-DPG 264.9520 28.92 4324 1182.7 27%
CMP 322.0446 14.43 343.9 202.8 59%
ADP 426.0221 25.99 1355.4 870.5 64%
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Development of comprehensive dipeptide analysis method

Isomer separation is main difficulty in dipeptide analysis.

ex) O
H,N w NH, OH
OH NH O
o o)
Gly-Ala Ala-Gly

v' same molecular formulae

v’ same exact masses
= These compounds cannot be separate in MS only.

These compounds have to be separate in

chromatoqgraphy/electrophoresis before introduce to MS.

( Institute for
Advanced Biosciences

=2 Keio University



CE/MS
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Column: Waters HSS PFP 1.8 um, 2.1 x 150 mm

Eluent A: 0.1% FA
B: 0.1% FA in 95/5 acetonitrile/water
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Keio University



CE/MS

Intensity
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Dipeptide detected from cultured cell
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