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Introducing X-Series — The new platform
A revolutionary new high resolution, accurate mass spec family
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The X500R QTOF System
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SCIEX X500R QTOF System
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SCIEX X500R QTOF System
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SCIEX X500R QTOF System
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0.01ng/mL 32
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Flazasulfuron

Peak width 20mDa

Component Actual Retention Calculated Precursor M= RT. ]SDllJ.pE

Index Sample Mame Sample Type | Component Hame Group Name | Concentrati... Area Time Used Contentration Accuracy Mass Error ... | Confi.. | Confi..
STD0.02 pph Standard Flazasulfuran Flazasulfuran 0.0z20 71 3.47 0.021 104,71 408.058 v v v
STD 005 pphb Standard Flazasulfuron Flazasulfuron 0.050 192 3.48 0.043 95.40 408,058 v v A
| 628 STD 0.1 pph Standard Flazasulfuron Flazasulfuron 0.100 A06 3.48 0.095 95.79 408,058 v v v
IRRE STD0.2 ppb Standard Flazasulfuron Flazasulfuron n.zo0 HiEE] 3,49 0.203 101,54 408,058 v v v
IRETE: STD0.S ppb Standard Flazasulfuron Flazasulfuron 0.500 2104 3.48 0.478 95,58 408,058 v v v
1054 |sTD1 pphb Standard Flazasulfuron Flazasulfuron Looo 4258 3.48 0,963 95,28 408,058 v v v
1196 | sTD2 pphb Standard Flazasulfuron Flazasulfuron 2,000 095 3.47 2.051 102,56 408,058 v v v
133 | STDS pphb Standard Flazasulfuron Flazasulfuron 5.000 23656 3.47 5,328 106,56 408,058 v v v
140 [sTD 10 pph Standard Flazasulfuron Flazasulfuron 10,000 46931 3.48 10,585 105,65 408,058 v v v
1622 |sTD0 pph Standard Flazasulfuran Flazasulfuran 20.000 96073 3.49 21623 108.12 408.058 v v v
1764 | sTDSO pph Standard Flazasulfuran Flazasulfuran 50.000 216720 3.46 48,772 97.54 408.058 v v v
| 15906 | STD 100 ppb Standard Flazasulfuron Flazasulfuron 100,000 445877 3.49 100,339 100.34 408,058 v v v
2048 | sTDO2ZO0 ppb Standard Flazasulfuron Flazasulfuron 200,000 4164973 348 183,845 9182 405,058 v v v

|

Kl i v

=
Calibration for Flazasulfuron: y = 444391806 x + -19.92828 {r = 099856, ¥ = 0,99711) fuveighting: 1 f =2
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Flazasulfuron

STD 5 pph - FHa.mple Indes: 1)
Brear 23656, He...3, RT: 347 min

STO 10 ppb - Flomple Tndes 1)
Brear 46931 He...4, BT: 3,48 min

5TD 20 pphb - Flupmple Indes: 1)

Arear 36073, He...4 RT: 3,48 min

STD 50 ppb - Flmple Indes 1)

Arear 216720, H..4, RT: 3,46 min

STD 100 ppb - Funple Indes 1)
Arear 445877 H..5 RT: 3,49 min

STD 200 ppb - Fupnple Indes: 1)
Brear §16873 H..5, RT: 3,48 min

STO00Zppb - wmpleIndess 1§ STD 005 ppb - wnpleIndes 1) STO 01 ppb - Fumplelndec 1) STD0.2 ppb - FumpleIndes 1) STD 05 ppb- Fumplelnde I STD 1ppb - Fla.mplelndes ) STD 2 pph - Fla.mple Indes 1)
Area: 71 Heighto 1, RT: 347 min | Area: 102, Heig. L RTe 348 min  Area: 406, Heig.2, RT: 348 min Area: 883, Heig. 2, AT 340 min Arear 2104, Heio2, BT 348 min Area: 4238, Hein 3, RT: 348 min - Area 3098, Hei.3, RT: 3.47 min
2460 n{ |45 3476 2400 0w S T 3460
I3l 4 300 1 3000 -
g 60 { B0 -
£ & & £ & £ | &
i & IR B & 7o 00 G
£ 2 404 L z & 400 I z
5 5 5 5 5 5 5
= 500
20 50 - 100 200 4 1000 4
[I 'M‘!'_B’Lﬁ.- [I . I‘lj" h |M U e et U T T U T T [I T T [I T T
34 34 34 34 L 34 ER
Time, min Time, min Titne, min Time, min Tirme, min Titne, min Time, min

3470 3476 3497 50000 + 3,465 3486 00000 - 3470
i 15000 4 30000 4 150000
6100 i 200000
& 1 & P & by B 7
E 10000 T 000 2 = 100000 1 E
L 40 E E E - E E
100000 -
000 | 51000 1 10000 { 20000 | 30000 1
[ S [ S [ ST [ S [ S [ S
14 74 14 14 14 14
Time, min Tirne, min Tirne, min Time, min Tirne, min Time, min
Peak width: 10mDa
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Mass Accuracy in Urine Samples without Using CDS

-Ij-> AN =R\l = | > —_ -~ ~

# 7-Hydroxymitragyline
M Alpha-PPP

A Alpha-PVP
* AM-2201 4-OH pentyl
¥ Buphedrone

® JWH-018 4-OH pentyl
+ JWH-018 pentanoic acid
=JWH-019 6-OH hexyl

= JWH-073 3-OH butyl
# JWH-073 butanoic acid
W JWH-122 5-OH pentyl

A JWH-210 5-0H pentyl
 JWH-250 4-OH pentyl

. MDPV
0 © Mephedrone
+ Methedrone
= Methylone
* — Mitragynine

Amphetamine-d5

Benzoylecgonine-d3

Mass accuracy (ppm) over 4 hours

2 1
}
+ ‘ ] o Fentanyl-ds
I nJeCtlonS Methadone-d3
Nordiazepam-d5
3
0 10 20 30 20 <0

6 urine samples with same analytes in different concentrations

analyzed over a 10 hour period without any calibration.
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Combining Selectivity of MRM and High Resolution

counts

1

m/z

counts

retention time

Unit Q1 isolation, fragmentation using optimized CE and narrow XIC of product ion
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MS/MSHR
Feed Sample Tested Positive for NP-Semicarbazide
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MS Tune

Tuning Procedures + [l Restore Instrument Data » e

TOF MS Mass Check -

If the acquisition results are not satisfactory, start Auto-Calibrate.

When auto-calibration is complete. select Confirm to update the calibration
co-efficiency.

Auto Calibrate Start (1)

Average of 20 spectra - Confirmation Mode

13290488 82953933 Shimaczu [E o
Nexera Prominence LC
- 1329053 1ee05 8295355
25e+05 Besld
2e+05
- R 8305382
150405
dasl4
Te+05
24 8315407
o 132B58E l l
o o + A
128 130 132 134 136 8% a8 830 832 834
Item Min Max Actual Status  Item Min Max Actual Status
Mass 132.80488 133.00488 132.90526 Pass Mass B29.43933 B29.63933 829.53548 Pass
Resolution [i] 50000 28486 Pass Resolution [i] 50000 33246 Pass
Intensity 0 le+07  3.215e+05 Pass Intensity 0 le+07 1.0326e+05 Pass
Sum Intensity 0 le+ll 1.4733e+06 Pass Sum Intensity 0 le+1l 1.0438e+06 Pass

Error (ppm)  -100.00  100.00 2.84031 Pass Error (ppm)  -100.00  100.00 -4.64088  Pass

Fr)ITL—2avERKICEEREERT HET

Mass Spec
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SCIEX OS Software — Building a Batch

3. Batch Editor and Setup for Auto-Calibration

@ Running
oo e )
u

Sample Name MS Method LC Method Rack code Rack position Plate code Plate Pasition Vial position Data File N

equil IDA 10MSMS50msec pesticides Kinetex biphenyl 1.3mL (70 vial) 51 setup_01
2 blank ) IDA 10MSMS50msec pesticides Kinetex biphenyl 1.5mL (70 vial) 51 01 blank
3 01 IDA 10MSMS50msec pesticides Kinetex biphenyl 1.5mL (70 vial) 52 02 01
4 1 IDA 10MSMS50msec pesticides Kinetex biphenyl 1.5mL (70 vial) 53 01
5 10 IDA 10MSMS50msec pesticides Kinetex biphenyl 1.3mL (70 vial) 34 04 10
6 100 IDA 10MSMS50msec pesticides Kinetex biphenyl 1.5mL (70 vial) 55 05 100
7 blank IDA 10MSMS50msec pesticides Kinetex biphenyl 1.5mL (70 vial) 56 06 blank
&  spinach 1/10 IDA 10MSMS50msec pesticides Kinetex biphenyl 1.5mL (70 vial) 57 07 spinach
9 lemon 1/10 IDA 10MSMS50msec pesticides Kinetex biphenyl 1.3mL (70 vial) 58 08 lemen
10 broccoli 1/10 IDA 10MSMS50msec pesticides Kinetex biphenyl 1.5mL (70 vial) 59 09 broccoli
11 valerian 1/20 IDA 10MSMS50msec pesticides Kinetex biphenyl 1.3mL (70 vial) 60 10 valerian
12 tomato 1/10 IDA 10MSMS50msec pesticides Kinetex biphenyl 1.5mL (70 vial) 61 11 tomato
13
14
15
16
17
18
19
20
21
22

Smart grid to assist in building the batch
23
u Copy/paste, fill down, auto increment, import/export
25
26
27
28
29
30
31
32 .
Mass Spec
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SCIEX OS Software
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BRhe %-ije-crmull GAETEDE® o=
+ @ XIC from 2 Data EURL 004 wiff2 (sample 1) - tomato20. Experiment 1, +|IDATOF MS (100 - 1000): 210. 19)#—1)0[5 Da +
15e5 n
] &
- 10e8
2 ’
2 67?6
= 5.0eb J\
h o - Fa¥ - P L - m adl f\ ].\
1 2 3 13 14
Time, mi
(1]~ RIS ~]+]s]a]ERven - Wopos  ~Jo]]x] | Regression_ [l options__» J:=] x|
TR Frarw ey 204 from 04 10_m 9207109836 min @ Specrum from 04 10_1000) rom 310 min . Calibration for boscalict y = 859470504 x « 913 67855 (r = 0.99769 7 = 0.99538) (weighting: 1/x)
Ares 104565, Height 20804, AT: 9.82 min @ [C1241202020 H]- Precursor: 343.0 Da, - 1 CE:35.0 8eS
» 20000 A s sagoey @ Uibrary Spectrum Bosc 88425-85-6). CE=35215
;- / Y P ol _ 1399892 243 ;s:?gd.m:; 565
£ ] Y 1 0% -om b el ~T- - .
95 * 100 42 344 348 100 200 300 < “
Time. min Mass/Charge Da Mass/Charge. Da
¥ Peak Detais ¥ Formuta Finder Results = ¥ Library Search Results [ G | 25
Precursor m/z Retention Time (min) lon Ratio Name Fformuls Score m/z(Da) Erro Name CAS# Formula MW (De 0e0
343040 282 10000 ﬂs«u 188425-85-6 CIEHLZUNZ0 3432121 : 10 20 30 20 S0 60 70 80 %0
Concentration ng/mi
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MS/MSAANIKILT, AR —DIEEMDHIENTES,

10 - Prometon (Unknown) 226.1612 - 226.171...2\ID Quant_IDA.wiff2), (sample Index: 1)
Area: 6.434e5, Height: 1.5475, RT: 5.44 min

1500004
Prometon
+
100000 C10H19N5O+|_-|
£ RT =5.44 min
£
50000 U k
’ 48 49 50 5.1 52 53 54%55 56 57 58 59 60 6.1
Time, min
¥ Peak Details
Precursor m/z Retention Time (min) lon Ratio
226166 544 10000

= @ Spectrum from ID Quant_IDA.wiff2 (sa..(100 - 1000) from 5.432 to 5.459 min

@ [CLOH19NSO+H]«
100%
226.1664
g 50%
g 224.1281 22711591
E- 0% + t
£
£ sox] MS: 226.1664
(0.63 ppm)
-100% . . . . . . .
224 225 226 227 228 229 230
Mass/Charge, Da
¥ Formula Finder Results n G

Name Formula Score m/z(Da) Error (ppm)  Error MSMS (ppm)
3 CIOHIONSO 877 22616624 06 24

a4 3

~ @ Spectrum from ID Quant_IDA.wiff2 (..TOF MSMS (50 - 1000) from 5.426 min

Precursor: 226.2 Da, +1, CE: 35.0 {\

] Library Spectrum: Prometon (1610-18-0) , CE=35215

100%
1420741
184.1201 3761662
"é‘ 0% 86.0367 100.0524 |
= 57.0472 °% :
s | 1420078| 1321195
é-. 0% 4 T B e
b
c
= =i MS/MS: 98.5%
-100% - - . - | : : - -
60 80 100 120 140 160 180 200 220
Mass/Charge, Da
¥ Library Search Results
Name  CAS# Formula MW (Da) Fit Rewv.Fit Purity CE(e
98.5 35

LN prometon 1610-18-0 C10HIONSO 2252941 1000 985
4

"

v

10 - Terbumeton (Unknown) 226.1612 - 226.1...a\ID Quant_IDA.wiff2), (sample Index: 1)
Area: 6.719¢5, Height: 1.435e5, RT: 5,53 min
ﬂ 553

1500001
fTerbumetorli

C:10|'|19|\|5O"'|'|*|+

RT =5.53 min

50000 -

10000¢

Intensity

49 50 51 52 53 54 5¥ 56 57 58 59 60 6.1 6.2

Time, min

¥ Peak Details

Precursor m/z Retention Time (min) lon Ratio
226.166

553 1.0000
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= @ Spectrum from ID Quant_IDA.wiff2 (sa..(100 - 1000) from 5.513 to 5.540 min

@ [C10H19NSO+H]+
100%
226.1665
50%-
5 224.1282 227.1690
r ™ . }
£
S son MS 226.1665
(0.99 ppm)
-100% . . . . . . .
224 225 226 227 228 229 230
Mass/Charge, Da
¥ Formula Finder Results n

Name Formula Score m/z(Da) Error (ppm)  Error MSMS (ppm)
3 C10HIONSO B850 22616624 1 25

a4 3

= @ Spectrum from ID Quant_IDA.wiff2 (..TOF MSMS (50 - 1 5 in
Precursor: 226.2 Da, +1, CE: 35.0
@ Library Spectrum: Terbumeton (33693-04-8) , CE=35215

100%
1701034 326.1653
I
‘-{-}- 50% 114.0672
=« 86.0366 100.0524 | 142.0734
I
k= 184.1202
< U%J_HJLJJL ....I._l.J.J o ul
? LA ML l|| [ T I
b
c
= =y MS/MS: 95.7%
-100% . . . . . ' : . -
60 B0 100 120 140 160 180 200 220
Mass/Charge, Da
¥ Library Search Results
Name CAS# Formula MW (Da) Fit Rev.Fit Purity CI
[N Terbumeton 33693-04-8 C10H19NSO 2252941 1000 957 95.7 35
4 »

"

v
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SCIEX OS Software

. Bt EEHEE

TR, MEREN, 5173 —Y—FERKICRT

Project X500 QTOF training Reporting __ + Process Method v [ ]
s e — CEEL L

Samples | Components and Groups

fenpyroximate - P P
o ass ope| Library ) ) ]
Dilution Actual | Calculated ) ; 'Yl Found | Mass | Retention | Retention | Tsotope ; ) Library | Component

enuren Index Sample Name SampleType | ‘potgr | ComPonentName | o centr.]| Concentrationf] E7O~ | Confi| Confi...| Confif yy o |Emor tm...| Time |Time Del..| Ratio Dif... Library Hit Score | Group Name Area
flonicamid

s 7149 Dol Standard 10 imazalil 010 014 v | v | v v |Jmross 0192 608 0001 | 10456 | Imazali 88.809 | imazall 316064
lucarbazane Ed

7 132 |m1 Standard 10 imazalil 1.00 0.68 v | v | v | v |Jmross1 0520 608 0002|3960 | Imazali 00976 | imezall 501864

fudiaxonil =

udlioweni s 715 |D10 Standard 10 imazsil 1000 9.00 v | v v v |Jorosss 016z 6o0s 0002|5357 | Imazali 97208 | imazali 337865
flufenacet 7008|100 Stendard 10 imazalil 10000 || 10119 v | v | v | v |Jvosss |01 sos 0002 |7.683 | Imazali 100000 | imazalil 248006
flufenoxuron [y NVWA 10 Unknown 5.0 imazalil N/A 15.99 v L v v 297.0553 | -0.344 6.08 0.000 15376 Imazalil 97435 imazalil 1.362e5

flumetsulam

. FrvyI—) THECHE, BIEHE
- — BIEOAET 1 LR YU oY A

Manual Integration

3

onaes oo~ 1°)

fluguinconazole

. NVWA 10 - imazalil (Unknown) 297.045...A 10 - IDAwiff2), (sample Index: 1) | — @ Spectrum from NVWA 10 - IDA.w...1000) from 6.080 to 6.105 min — @ Spectrum from NVWA 10 - IDA.w..MS (50 - 1000) from 6.069 min
flusilazole Itemnation Area: 1.362¢5, Height: 4.825e4, RT: 6.08 min @ [C14H14C12N20+H]+ Precursor: 207.1 Da, +1, CE: 35.0
fluthiacet-methyl = 299.0523 @ Library Spectrum: Imazalil [(35554-44-0) , CE=35215
40000 6.08 2942140 2971834 2970553 200.2000 297.0541
flutriafol Minimum Peak Width 3 points H o - I 69.0461 15&#755 2009861
£ 20000 ¥ [ + 0% [ [ |
fluvalinate Minimum Peak Height 100.00 £ :
o
forchlorfenurcn Gaussian Smooth Width | 1.0 points 52 54 56 58 60¥62 64 66 68 70 295 206 207 298 299 300 301 100 150 200 250
formetanate Nofse Percentage w00 . 7 Time, min ) Mass/Charge, Da . Mass/Charge, Da _
¥ Peak Details ¥ Formula Finder Results ¥ Library Search Results
fosthiazate ' )
Baseline Subtract Window | 2.00 Precursor m/z Retention Time (min) Ton Ratio Mame Formula Score mjz(Da) Error (ppm)  Error MSK Name CAS# Formula MW (Da) Fit Rev.Fit |
fubsridazole Peak Splitting 2 points 297.0556 6.08 1.0000 I Imazalil  35554-44-0 C1AH14CIZNZO 297.18381 974 1000 @
furalaxyl - : Ll [t

furathiocarb

hexacenazole I . " 2 bt
Calibration for imazalil: y = 3.42166ed x + 26821.06121 (r = 0.99903, r* = 0.99806) (weighting: 1/x)
hexaflumuron

e | BATWDHHD ERT

hydramethylnen

i
imibenconazole =
imidacloprid 1leb
inabenfide
indoxacarb 0s0
5 10 15 20 25 30 35 40 45 50 55 60 65 70 75 80 85 90 95
ipconazole v

Concentration (ng/mL)

ata Acquisition

Mass Spec
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Mobile Phase A : H,O (5 mM ammoniu

Mobile Phase B : MeOH (5 mM ammo

Column : Acquity HSS T3, 1.8um, 2.1x

Injection Volume : 100 uL

Flow rate : 0.4 mL/min

Gradient : Omin- 20% B
13 min - 80% B
15 min - 80% B
15.1 min -

17 min- 20%B
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BRHLEEEMOEERE

All measurements less than 1ppm

Component | .y | Retention | Precursor crror.. | Confi..| Confi| Conti | Confir.| Found | Mass | Retention | Retention Library Hit

Group Name Time Mass At Mass |Error (pp...] Time Err... | Time Del..
Carbetamide 5.577e5 9.25 237.123 v v v v B | 237.123 -0.134 0.331 0.031 Carbeta...
Chlortolurcn 2.708e6 11.43 213.079 v v v [ 213079 0.632 0.011 0.001 Chlorotol...
Dichlervos 4,000e5 9.67 220,953 v v A v B | 220,953 -0.223 0.010 0.001 Dichlorveos
Atrazine 2.241e6 11.85 216.101 v v A v 0 216.101 0.370 0.021 0.003 Atrazine
Desethylatrazine | 1.102e6 715 188.070 v v A v [ | 188.070 0.434 0.037 0,003 Atrazine-...
Metokromuron 1.058e6 11.50 259,008 v v A v [ | 259.008 0.805 0.012 0.001 Metobro...
Menelinuren 1.410=6 10.89 215,058 v v v v B | 215.058 0124 0.162 0.018 Menelin...
Mevinphos 1.818e5 7.95 225,052 v v v v [ | 225052 0.477 0.357 0.028 Mevinphos
Diflubenzurcn £.932e5 15.02 311.039 v v v v [ | 311.039 0.486 0.163 0.024 Diflubenz...
Chlerfenvinphes | 1.640e6 15.86 358.977 v v v v [ | 358.977 -0.416 0.137 0.022 Chlorfen ...
Methidathion 5.234e5 12.63 302.969 v v v v [ | 302.969 0.177 0.087 0.011 Methidat...
Linurch 1.078e6 13.17 249,019 v v v v [ 249,018 0.212 0.075 0.010 Linurch
Carbofuran 1.061=6 10.25 222112 v v v v B | 222113 0.532 0.157 0.016 Carbofur...
Epcxiconazcole 1.626e6 1492 330,080 v v v v [ | 330,081 0.570 0.076 0.011 Epoxicon...
Chloridazon 1.176:6 6.48 222,043 v v v v B | 222,043 0.509 0.172 0.011 Chleridaz...
Cuinmerac 5.188e5 331 222,032 v A v v [ 222032 0.891 3.534 0121 Quinmerac
Methabenzthiaz... | 1.594e6 11.72 222,070 v v v v B | 222070 0.407 0.205 0.024 Methabe...
Imidaclopride 6.271e5 544 256,060 v v v v [ 258.060 -0.063 0.653 0.036 Imidacle...
Kresoxim-methyl | 6.053e5 1543 314,139 v v v v [ | 314,139 0.092 0.101 0.016 Krescuim...

Sub 1ppm Error
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Three Isomers Analysis by MS/MS

3 compounds with same formula but separated by LC conditions

38 1039 Methabenzthiazuron Bayern-LC-Mix 18691-97-9  CI1OHIIN3OS 222.06956 220.05501
66 2618 Benfuracarb (Carbofuran) Bayern-LC-Mix 1563-66-2 CI2H15MO3 222,11247  220.09792
391 978 Acetamiprid SuMS-Mix 1 135410-20-7 CLOH11CINA 223.0745  221.05995
42 1219 Monocrotophos SUMS-Mix 1 6923-22-4 C7JHIANOSP 224.06824 222.05368
445 509 Mepanipyrim SuMS-Mix 2 110235-47-7 C14H13N3 22411822  222.10367
338 493 Mevinphos Bayern-LC-Mix 7786-34-7 C7H1306P 225.05225 223.0377
a47 473 Methiocarb SuMS-Mix 2 2032-65-7 C1IHISNO2S 226.08963  224.07507
351 949 Cyprodinil Bayern-GC-Mix 121552-61-2 CI4H15N3 226.13387 224.11932
196 609 Prometon Bayern-LC-Mix 1610-18-0 C10HISN5O 226.16624 224.15168
198 1118 Terbumeton Bayern-GC-Mix 33693-04-8  CLOHI9NSO 226.16624 224.15168
1106 2211 Metyrapone SuMS-Mix 2 34-36-4 Cl4H14AM2O 22711789 225.10334
195 151 Ametryn Bayern-GC-Mix 834-12-8 COH17NSS 228.12774 226.11319
41 430 Metoxuron Bayern-LC-Mix 19937-59-8 ClOH13CIN202 225.07383 227.05928
24 i : 1 SHI12MO
Propazine Bayern-GC-Mix 139-40-2 C9H16CINS 230.1167
53 Sebuthylazine Bayern-GC-Mix 7286-69-3 C9H16CINS 230.1167
58 B terbuthylazine Bayern-GC-Mix C9H16CINS 230.1167
407 2748 U IX . 3.0
176 1116 Asulam SuMS-Mix 1 3337-71-1 CEH10N2045 231.04341 229.02833
132 516 Naproxen Arzneimittel-Mixl 22204-33-1 Cl14H1403 23110157  229.08702
378 617 Propyphenazone Arzneimittel-Mix1 479-92-5 Cl4H18N2O 231.14919 229.13464
591 765 MN-Formyl-4-aminoantipyrin Arzneimittel-Mixl 1672-58-8 C12H13MN302 232.10805 230.0935
25 855 Diuron Bayern-LC-Mix 330-54-1 C9H10CI2N20 233.02429 231.00974
264 1619 Fluometuron SuMS-Mix 1 2164-17-2 C10H11F3N20 233.08962 231.07507
991 842 Sulbactam SuMS-Mix 3 68373-14-8 CBH11NOS5S 234.04307  232.02852
840 3121 Methylphenidate hydrochloride C Il (Ritalin) in Losung Flir AZM-5td 298-59-9 CI4H19MO2 234,14886  232.1343

SCIEX
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Sebuthylazine — MSMS Spectra

300ppt - Sebuthylazine (Standa..._07.wiff2), (sample Index: 1) = ] Spectrum from PSM_300p... 1000) from 13.247 min
Area: 2.040e5, Height: 47754, RT: 13.25 min Precursor: 230.1 Da, +1, CE: 30.0
& Likrary Spectrum: Sebuthyl...ne (7286-69-3) , CE=35215
100% S
40000 4 13.25 ; 174.0542
) 0%
30000 o 104.0007
: E
£ T | 1329322 2301375
E i {]% 1 |I | | | . ]_. | Load
E 20000 £ [T I
5
E
10000+ = -30%
Q . e ; r -100% - r r T
13.0 135 14.0 100 130 200
Time, min Mass/Charge, Da
¥ Peak Details ¥ Library Search Results
Precursor mfz Retention Time {min) Ion Ratio MName CAS# Formula MW (Da) Fit
230117 13.25 1.0000 E! Sebuthvlazine 7286-89-3 CO9H16CING 2297127 100
+ 2

100% Library Match in MSMS
Highlights the importance of using MSMS information
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Propazine — MSMS Spectra

300ppt - Propazine (Standard) ...1_07.wiff2), (sample Index: 1) - .Spectrum from PSM_300p... 1000) from 13.375 min
Area: 1.913e5, Height: 4.447ed, RT: 13.39 min Precursor: 230.1 Da, +1, CE: 30.0
13.39 ] Librany Spectrum: Propazine (139-40-2) , CE=35215
450004 ! 100% 146.0231 188 0695
|
400004 80% 4
350004 A%
300004 40% 4
2
= ] i 104.0011
g 25000 20%168.0240 | 188.0919|220.0945
HC 2{]{]{]{]_ U’% .J..Il. i _a |.JI LLio_i i LLLLUC LR Lt LU iR
15000 -20% 1
10000 -40% 1
5000 -60% 1
{] T T T = T T -B{]% 1
13.0 13.2 - 13.-'-1 136 138 1002 . . .
Time, min 100 150 200
¥ Peak Details ¥ Library Search Results &

Precursor m/z Retention Time (min) Ion Ratio
230,117 13,39 1.0000

Name CAS# Formula MW (Da)

Propazine 139-40-2 COH1GCINSG 2297127

100.0 O
2
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Terbuthylazine — MSMS Spectra

300ppt - Terbuthylazine (Stand..._07.wiff2), (sample Index: 1) - Spectrum from PSM_300p... 1000) from 13.710 min
Area: 1.848e5, Height: 4.420ed4, RT: 13.71 min Precursor: 230.1 Da, +1, CE: 30.0
13171 ] Library Spectrum: Terbuth...ne (3915-41-3), CE=35215
100% -
400001 174.0540
= 50%
300001 o 68.0244
= s L0a.coog 1320317 23‘3'-115?
z 5 II i 174.0359 |
g = ) e -1 i
E 200004 = 17177 ™1
i g
3 =
100004 \j 3E ES -50%
0 : J ; ‘} A -100% 4 : : :
13.0 13.5 14.0 100 150 200
Time, min Mass/Charge, Da
¥ Peak Details ¥ Library Search Results &
Precursor my/z Retention Time {min) Ion Ratio
230117 1371 1.0000 Terbuthvlzzine 5915-41-3 COHIGCING 2297127 104
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Metaxalyl (1000ppt)

Manual Integration

0.2ppm error

] ¥
SUMS 1000 ppt - Metalaxyl (5t..00pptwiff2), (sample Index: 1) - .Spectrum from 2 SUMS_100.,.om 12.439 to 12.460 min -@ Spectrum from 2 SUMS5_100... - 1000) from 12.445 min
Area: 5.278e5, Height: 1.078e5, RT: 12,45 min @ [C15HZ1NO4+H]+ Precursor: 280.2 Da, +1, CE: 30.0
pp— 1003% @ Library Spectrum: Metalaxyl (70630-17-0), CE=35215
280,1544
= 148.1120 lgz.FESS 220.1333
.; |
< 503 |
50000 o | | \
£ 0% A 1
2811578
0 T . r 0 T e e - T T T T
12.2 124 12.6 12.8 278 280 282 284 100 150 200 250
Time, min Mass/Charge, Da Mass/Charge, Da
¥ Peak Details ¥ Formula Finder Results m ¥ Library Search Results &
Precursor m/z Retention Time (min) Ion Ratio Name Formula Score m/z(Da) Error (ppm) Name  CAS# Formula MW (Da) Fit R
280.154 12.45 1.0000 E! Metalawwl 70630-17-0 C15H2INO4 27933605 1000 0OC
+ [
v
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Fluometuron (10ppt, MSMS Spectra)

0.8ppm mass error

Manual Integration

SUMS 10 ppt - Fluometuren [5t..0 pptwiff2], (sample Index: 1)
Area: 7.970e3, Height: 1.215e3, RT: 11.22 min

1000

500

Intensity

10.8 11.0 114 11.6
Time, min
¥ Peak Details

Precursor mfz Retention Time {min) Ion Ratio
233.090 11.22

1.0000

- Spectrum from 2 SUMS_10 ...om 11.207 to 11.228 min
@ [CLOH11F3IN20+H]+

100%
23681127
50%
2351692
23308594 l 2371152
0 — i L
232 234 236

Mass/Charge, Da
¥ Formula Finder Results

Mame Formula Score m/z(Da) Error (ppm)
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0.8ppm error on MS level measurement at 10ppt sample concentration
MSMS spectra correctly acquired with 100% library search confidence

MKT 11-519 A

¥ Library Search Results

Forions -~ 1221

- Spectrum from 2 SUMS_10 ... - 1000) from 11.199 min
Precursor: 233.1 Da, +1, CE: 30.0

& Library Spectrum: Fluometuron (2164-17-2) , CE=2020

100%
[\?2.{]445 233'092‘%
.D%Illllll S 1 O 1 T 0
-100% . T T
100 130 200

Mass/Charge, Da

MName CAS# Formula MW (Da)  Fit]

Fluometuron 2164-17-2 CIOH11F3M20 23220561

100
I
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Spectrum from Austrarian_Crange.wiff (sample 1) - Austrarian_0Orange, Experiment 1, +TOF M...ample 1) - Austrarian_0range, Experiment 1, +TOF MS (50 -1250) from 0.048 to 0.123 min)

2.6831 *273.2583 (1)
2.5e5+

2.4e5+
2.3e5
2.2e54
2.1e5+
2.0e5-
1.9e5-
1.Be5-

1.7e5 *373.1291 (1)
1.685+

1.5e5- / q

1.4e5
1.3e5] *403.1400 (1)
|

1.2e5-

Intensity

1.1e5-
1.0e5
9. 0e4
8.0e4
7.0e4
6.0e4
5.0e4- ¥137.1324 (1)
4.0ed 374.1320 (1)
3,004 2171953 (1) 712422 (1) ) 404.1432 (1)

2.0e4]  *135.1166 (1) - *409.3833 (1)

:2:; T ‘ .L|I L |.|] Jl |MJ|IJI| Al I]Jl\l Ll i h il M.l ul' Al |L I : ||1 |I : L . L L

100 130 200 230 200 2a0 400 450 500 330 EEI]U
Mass/Charge, Da

274.2616 (1)
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Spectrum from Austrarian_Crange.wiff (samp...QF MS (50 - 1250) frorm 0.048 to 0.123 min) Spectrum from Austrarian_Crange.wiff (samp...t 6, +TOF M52 (40 - 1250) from 1.157 min
1,985 . Precursar: 403.1 Da, CE: 35.0
285+ *403.1400 (1) | 2= == E = With 1 other merged spectrum
1.1e5 *i M\ ﬁ —_—
*
L oes) A =2 E i 3730904
9. 0e4
8.0e4 4p4
= 7.0e4
5 6.0e4] ﬁg‘ 204 ]
= 5.004] 2
4.0e4- 2e4 *388.1143
3.0e4 4044432 (1) T
2.0e4 1led *327.0857
1064 405.1504 (1) *211.0240 |
U_Ueﬁal r . . JL S 09& : . L . Al | — | IJ a III. 1| .J i]ll al .
402 4 404 405 406 50 100 150 200 250 300 350 400
Mass/Charge, Da Mass/Charge, Da
Found elemental c%iﬂnns [ Find Any ] [ Find ] MS Details | M5M5 Details I Compound DEE“S|
: +1 - M5 resutt summary for C21HZ308, [M+H]}+
Hit  Formula [ mz RDB ppm M5 MSMS MSMS 4 Isotope cluster details Charge
Rank ppm Rank Pesk Use miz % Width .;m'? (03,140
C21H22[}3 |403.138? ‘ll.ﬂ ‘ 3.9‘ 1 | 2.6 (10) | 1 | MNA/103 | 0 403.14032 |100.0 0.011 ﬁ[ﬁ'f: ] 3.9ﬁpm
1 404.1433 |22.5 0.012 a0 |

E LR |
Eementsfrom | - 404.1433

30 2.9 ppm
Elements to |c2m] H300 050 N3 | 20
10

Mass tolerance (ppm) EI JJ kﬂ

Intensity tolerance (%)
#C/#heteroatoms greater than lon type: [M+H]+ - 0 additiona

AR AR AN —D !

P

P

e
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Spectrum from Austrarian_0Orange.wiff (samp...OF M5 (50 - 1250 from 0.048 to 0.123 min) Spectrum from Austrarian_Crange.wiff (samp...t 6, +TOFMS"2 (40 - 1250) from 1.157 min
- Precursar: 403.1 Da, CE: 35.0
1.2851 *403.1400 (1) With 1 other merged spectrum
1.1e5-
=
Loe. - | pEEE s73j0504
9.0e4 -
8.0e4 - EFEN o
=  7.0e4 MS/MSX/\O I‘)l/
E 6.0e4 =) 34 |
[ =
- 3.0e4 1 E
4.0ed 2e4 4 *388.1143
3.0e4 404.1432 (1) / S
2.0e4 1 1led 4 #2327 0857
1.0e4- 4D5.15D4V *211.0240
nuew ; . JL . UE& . . . A | r | Ij |I|. il J JJI|1 1 :
403 406 a0 100 130 200 230 200 330 400
e, Da Mass/Charge, Da
Found elemental composition [ Find Any ] [ Find ] MS Details| MSMS Details |Compound DEG“S|
T — - w8 ppm M5 r:sﬁs MSHS £ ing Parent mass Charge <= +1 v  Masstolerance(mDa) |5 | #C/#het
czmzzo& 403.1387 [11.0] 39 1 | 2.6(10) | | natez | 12M5MS pecks - Display type: Beshfinaments facfoomia "BEQ
Fragment details for C21H2308
4
m
g 21 CoH708 C16H1306
HRIEBEMSIMSARY LD LRER ! | o .
MS/MSA LG ! |2 L &
i 2 C18H1306
£ Cl9H1708
\ 4
N —_— ~
- =1 -~y E ~ NS
HRIRENDETREEZTYFY
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MS/MSZA~R%S h}bf?ﬁi*ﬁﬁﬁﬁaﬁ

Spectrum from Austrarian_Crange.wiff (samp...QF MS (50 - 1250) frorm 0.048 to 0.123 min) SPECITOTT TTOTT BUSTanar_oTange. =1250) from 1.157 min
- Precursar: 403.1 Da, CE: 35.0
*403.1400 (1) With 1 other merged spectrum
1.0e5
Sed *37310904
&= 44
£ =
= soey B *388.1143
404.1432 (1) = Zed it
" |
006, : : ~b - Deth.. : L o dia
402 403 404 405 406 50 100 150 200 250 300 350 400
Mass/Charge, Da Mass/Charge, Da
Found elemental compositions [ Find Any ] l Find ] | MS DEGi}Sl M5MS5 DEEHS| Compound Details |
- M5  MSMS MSMS
Hit Formula mfz RDE ppM pork pom Rank Found Details for C21H2208, ChemSpider match #| B & B &
0 C21H2208 (4031387 11.0 | 3.0 26(10) | 1 NA/103 ChemsSpider Matches & Hiobilefin
- | ‘ ‘ ‘ | (10) | | Al | D:Dmpnsition: C2THZ208, Mass:402 -
1 Mobiletin =N
2 {15)-1,5-Anhydro-1-[6-hydroxy-2... = Ocmy
3 3-[4,5-Dimethoxy-2-(methoxyme... osi0 2
4 wailupermydn A =y
5 Methyl 2,6-di-0-benzoyl-alpha-D-... - oy’ O
Chemspider£ T—{ER %
C N Maobiletin, selected composition: CgH.0 % (211.0237 Da) Fragments |peak5|
CH, =
- Nurn  Broke Bond L n
0 p 0 mfz ~ H Bonds Closur Rad. Rearr. Error (Da) Composition =l
g . CH‘,‘\ 0. 211.0237 0 4 0.000 C9.H7.06+
0 CH; 211.0237 |0 |4 0.000 | C9.H7.06+
Cl Br .0 0 211.0237 0 4 0.000 C9.H7.06+
. CHy 211.0237 0 4 0.000 C9.H7.06+
a
CH, 301.0707 [-1 |3 0.000 C16.H13.06+
K Ca "0 JBUI.U?U? -1 3 [ [l [7] [0.000 C16.H13.06+ &
1 i ,
0 0
CH, Mum. fragments: 462
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Experimental

—HUTIV BREKISENLEERABEM (FRE) . 1000065 FH IR

—LCZ&44 : ExionLC™ AD system
— 73541 :Phenomenex Luna Omega 1.6 um Polar C18 (50 x 2.1 mm)
—~ 5MMTBT7UEZIDLBEED ., KEAR/—IVIZEDT DIV
— & 0.5 mL/min
- FAE:5L
—SCIEX X500R QTOF system
— AF ) —RRE :450°C
— B EHIF : Calibrant Delivery System (CDS)&TwinSprayerProbeZ AL V=
BEFvJIL—3y
~ BZREEMS. MS/MSE B 547 : Information dependent acquisition (IDA)
— TOF-MS 100-1000 Da (DP = -80 V)
— TOF-MS/MS 50-1000 Da (CE=-35V, CES =15V)
— Dynamic background subtraction(DBS)IZ&%/\v9 5 5 U KR
—SCIEX OS Software

g SCIEX



SCIEX OS Yk x7Z AW -En iR
BRBEREZEE-WHEKE BE TRV EEKZE LS,

Project: A5 aricial food dyes Reporting__» process Method + [ ]

Samples | Components and Groups [MQ4] Peak Review (Untitled)

Opians " SRETEYE »H M =0 cH B o4 -] IZ[E]E

Y 10000x -

81 10000%

& 100001 D 10000x 2051¢6

R 10000x 708.7515 /4.91 279065 | 491 7087515 ® v | NoMath C20HI1305
9 suger [ 86 |® 10000« 206,9994 /2.76 54774 | 277 2060994 ° v | NoMatch 0.0 C1OH5N2NaS N/A 73.708

137 |® 10000« 1709994/ 2.76 52254 | 277 170.9995 ® | v | NoMaxh 0.0 C7H5N2NaS N/A 72458 E
[ 1402 |® 10000« 8906733 /5.47 16784 | 548 890.6733 ® | v | NoMaxh 0.0 C25H1413Na354 N/A 99,445
[ 1313 | 10000« 407.0012/2.76 286404 | 277 4070014 ® | v | NoMaxh 0.0 C16H12N20752 N/A 96,180
[ 1373 | 10000« 5828543/ 4.87 166464 | 487 582.8546 ® | v | NoMaxh 0.0 C22H3IN2208 N/A 92544
[ 173 | 10000« 1979867 /0.53 12254 | 055 197.9865 ° A NoMatch 0.0 C3HANIN303 N/A 63.922
| 1401 | 10000« 8486628 /5,64 12054 | 564 846.6629 ® | v | NoMaxh 0.0 C15H204N3253 N/A 98,088 =
| 1403 | 10000« 908.6835 /5.36 11434 | 536 9086836 ® | v | NoMaxh 0.0 C24HABNAN307 N/A 96518
| 85 |® 10000« 2069994 /331 114763 332 2069988 B | v | NoAcquired MS.. N/A CHINENS30 N/A 94,883
| |10 | 10000« 1550883 /0.53 0352:2 | 055 1550882 ] A | NoAcquired M5.. N/A CTHANNaS N/A 53409
| 245 |® 1o000x 3411080/ 2.67 6.840e2 | 220 3411089 B | ¥ | NoAcquirsd MS.. N/A C12H15NENaO3 N/A 91640
| 81 | o000« 2000020 /3.31 6620e2 | 332 2000023 B | ¥ | NoAcquired MS.. N/A CIHENINA303 N/A 83716

Envh

Manual Integration

T,
REEE

73 L HEEE

sugar - 834.6480 / 5.02 (Unknown) 834, -

X T :2) 100% |—| 1—'— {$ J:I: 100%
718 Y Area: N/A, Height: N/A, RT: NAA min = CINAYA = MS/MS
g ]
/ =] 7 o 5 50% 5 50%
T2 3 4 F o5 7 g g 8 B
0% 0%
Tire, min 01 02 03 04 05 06 07 08 00 01 02 03 04 05 06 07 08 00
¥ Peak Details ¥ Formula Finder Results ¥ Library Search Results B
Precursor m/z Retention Time (min) Ion Ratio Name Formula Score m/z(Da) Error(ppm) Error MSMS (ppm) | Name CAS# Formula MW (Da) Fit Rew.Fit Purity CE(eV)

§34.648 N/A N/A

R 10000x - 834.6480 /5.02 (Unknown) 834.63..s neg 04_red 1.wiff2), (sample Index: 2)f§ Spectrum from dyes neg 04_red 1.wiff2 (...OF MS (100 - 1000) from 5.021 to 5.048 min Spectrum from dyes neg 04_red L.wiff2 ... -IDA TOF MSMS (50 - 1000) from 5.029 min

# sMis] X N[ Arez: 4.051¢6, Height: 1.163¢6, RT: 5.03 min 100% Precursor: 834.6 Da, <1
E @l *4 ;ﬁ j]u Eg\ *E 7K 0 1 me O%L _E}dlms_lﬁssmsm o%{ L | 552-17452 J

1 2 3 4 ? 6 7 8 9 832 833 834 835 836 837 838 100 200 300 400 500 600 700 800
Time, min Mass/Charge, Da Mass/Charge, Da
¥ Peak Details ¥ Formula Finder Results ¥ Library Search Results [
Precursor m/z Retention Time (min) Ion Ratio Name Formula Score m/z(Da) Error (ppm)  Error MSMS {(ppm) Name CAS# Formula MW (Da) Fit Rev.Fit Purity CE(eV)
834,648 503 N/A IE! CI0HEIOS 045  BIAG4TEL 032 1 .

ta Acquisition
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SCIEX OS Y+ 9z 7ERAWV-#ELEHED
EDHOI-FODRBERE=E. LA, FEE=E=MS/IMSHhLHARE BENHEE

Samples | Components and Groups [MQ4] Peak Review (Untitled)

Y 10000x Index | SampleMame | ComponentName | Area © R“;i‘m“:i““ Ai";:‘; Library Hit ls"(’:’m"' Formula Finder Results M‘:”:f Fi:';':";':m N";‘;;""
81 10000%
P— 10000x 02 4,051e6 8 Mo Match
384 | R 10000x 708.7515 /4.91 279065 491 708.7515 ® v NoMatch 00 C20HI1305 N/A 93441
9 suger [ 86 |® 10000« 206,9994 /2.76 54774 | 277 2060994 ° v | NoMatch 0.0 C1OH5N2NaS N/A 73.708
137 |® 10000« 1709994/ 2.76 502564 | 277 1709995 ® v | NoMath 00 C7H5N2NaS N/A 72458 E
[ 1402 |® 10000« 8906733 /5.47 16784 5.48 8906733 ® v | NoMath 00 C25H1413Na354 N/A 99,445
[ 1313 | 10000« 407.0012/2.76 296480 277 407.0014 ® v NoMath 00 C16H12N20752 N/A 96,180
[ 1373 | 10000« 5828543/ 4.87 166404 | 487 5828546 ® v NoMath 00 C22H3IN2208 N/A 92544
[ 173 | 10000« 1979867 /0.53 122544 | 055 1979865 ° A NoMatch 00 C3HANIN303 N/A 63.922
| 1401 | 10000« 8486628 /5,64 120564 | 564 8486629 ® v NoMath 00 C15H204N3253 N/A 98,088 =
| 1403 | 10000« 908.6835 /5.36 11434 | 536 908.6836 ® v NoMath 00 C24HABNAN307 N/A 96518
| 1es |® 10000« 206.9994 /331 11473332 206.9988 B V| NoAcquired Ms. N/A C3H3NBN330 N/A 94,883
[ 110 | 10000« 1559883 /0.53 035282 055 1559882 [] A NoAcquired MS.. N/A CTHANNES N/A 53,499
| 1245 | 10000« 3411090/ 2.67 684022 | 220 3411089 B V| NoAcquired Ms. N/A C12H15NEN203 N/A 91640
[ Te1 | 10000« 200.0020/3.21 662022 | 232 2000033 B v | NoAcquired Ms. N/A C3HENING203 N/A 83.716

—
Spectrum from dyes neg 04_red 1.wiff2 (sample 2) - R 10000x, Experiment 1, -IDA TOF MS (100 - 1000) from 5.021 to 5.048 min

100%
8346481

E 80%
5 60%
£ .
ChemS U
E 835.6514 e I er
o P .
: A

0%

8320 8325 8330 8335 8340 8345 835.0 8355 836.0 836.5 837.0 837.5 838.0

Mass/Charge, Da

4 Formula Finder Results

BN —& > o

Error (ppm)  Error MSMS (ppm)  Hit Count

5
B CBH1114N4N2306 8346478 1 0
B CI5HI3NGNa207S 937 83464844 1 0
B C21H121452 93.6 834.64868 05 0
B C22HI3Na202 935 83464775 12 0
w1 F1ALIOMANANAONG Q28 RIARATT 04 551 n -

ta Acquisition
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SCIEX OS Y7, 9x7Z ALV -1EEHTED

ChemSpider results for: C20HBI405 ¢ V5 Chemspider] | Spectrum from dyes neg 04_red 1vifi2 (sample2) - R 10000, Experiment 9, -IDA TOF MSMS (50 - 1000) from 5.029 min
Precursor: 34.6 Da, +1
vsos ENEC) or
296.8284
csiD Common Name Molecular Weight 95%
44 50%
25034 2-(6-Hydroxy-2.4,5, 7-tetraiodo-3-oxo-3H-xanthen--yl)benzoic acid 835.8924 M M
10677560 3 6-Dihydroxy-4,5,6,7-tetraiodo-3H-spiro[2-benzafuran-1,9"-xanthen]-3-one 835.8024 5%
21542646 2-(3,6-Dihydroxy-2.4,5 7-tetraiodo-9-xantheniumyl)benzoate 835.8924 80%
10152714  2,7-Dihydroxy-1,3'6' 8 -tetraiodo-3H-spiro[2-benzofuran-1,9"-xanthen]-3-cne 835.8024 P 1249247
70%
65%
_e% 09713
=
5
= 55%
S
FE
3
£ % 4109153
S e
40% 297.8300
35%
30%
25%
1259307
20%
15%
-29.9737
0% i 252.8381
+
53K
0% L | L L
100 200 300 400 500 700 800 900
Mass/Charge. Da
Display all Carbon Atems m
selected composition: C,gH,4l,0 4 (537.8205 Da) Fragments | Peaks
—
Mass/Charge Intensity (%) Assigned Error (Da) Radical i
537.8524
662.7452
663.7512 20.08 0.002
790.6586 9.08 0.001 3
834.6489 100.00 0.001
835.6504 37.22
Matches: 8 of 9 peaks, 89.7% of total intensity
seec
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—834.6 @ 5.0 min
—708.7 @ 4.9 min
—407.0, 200.0, 171.0 @ 2.8 min
—890.7 @ 5.5 min
—582.8 @ 4.9 min

Erythrosine
Erythrosine — |
Sunset Yellow
Erythrosine + C;H,0O

Erythrosine — I,

MKT 11-519 A

88.6%
6.1%
3.0%
1.0%
0.4%

OH
o
NH,

o

\\/©/
S,

H

(¢]
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NOTHON—F oaMAITOEFE, EHEE. BFEEZF-EHHEMS

o W—FaHRIFICEREF SN =2<FH LIV HRMS
v BREEEBREICAE TELIRE
v BEDIN)IRBERDESDTEDI+ 53155 R RE
v REAFETIHTDFT(FIVILID
v BEFZR-ITEERE
www.fda.gov/downloads/AnimalVeterinary/Guidance

ComplianceEnforcement/Guidanceforindustry/ucmQ05
2658.pdf

v ER. BEEAAUH. MSIMSARI KL TOHTE,
SWATH®THIDAEE

v MEBCEEHDTurboVAA LY —R DRI HEK
v 3200¢RBEDY A X, BIREEDAUITERERHR
VB )IPA SN2y TL—ay
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http://www.fda.gov/downloads/AnimalVeterinary/GuidanceComplianceEnforcement/GuidanceforIndustry/ucm052658.pdf
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* REZRE, SRS —FHMICHIGT SEEMERE
- INEFTOEERERFRICEKBRA A TNITAS
- BREFIAFTIVILID
~ SCIEX-OS(MuitiQuant™ [F] k)

s FREDIMNSIFEVLRMEAVME T

- EBEEREINS TGS IR DT

~ SCIEX-OS(Z473!)—Y—F AR fZ4T. B ERER)
o INRETIZSRIZEHF G

- IMEEN = A RED/N—F 7 HE

~ 114%X57x112 cm

- AV ITTERE KR
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Trademarks/Licensing

For Research Use Only. Not for use in diagnostic procedures.

The trademarks mentioned herein are the property of AB Sciex Pte. Ltd.
or their respective owners.

© 2017 Sciex.
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